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1. [FL®HIC

R OIEL UIX LIZMIMEREE A L, ZOH A XRME, e & OEWIZ L) 2R HE
g, K1, oGP EEA T2 HELGHERMMNEEEZA T 2EEDOH Z/RL T
W5, BETE, LIFUERI/NSRMMERETH Ml E2 R TS (1A, HETIT,
INERIED X O Ik UNE) NEE - T oL R HEMERNYEEEZ AT S (K 1B),
[FFER R OFR CRERA T —Y ThiuE, SEEITELLZELZRT 50T, 20T
EFEICH S IVCTWDIET TH D, & AP, [A—OEE S & s Mo 5
DML T DB H 2\ (K 1C, Poethig 1997), F7=, BEEZLICING U CEDMIMEREIX
LIFLITRELS BB EINDIGALH D (Nakayama et al. 2014), ASREMDRAIZ LD, ED
MM RENFHFE I ND Z EHHMBIN TV D (Sugio et al. 2011), X 52, #ERRAEBFTRMETFT
HABRANZIEDOMINZREICZE LN AE L TLEY, SRRV D X S REEZFERTH
ZELHD (K ID), ZO XD s, EORERRIIEMICHEINDS &L, 28k
RIRE A BBl T D ML HAF 272 bD L E 2 D,

ARTIE, £7, EOREDOMBLE ZDMIYEREROEEICI T 553 F L-UL TORSHARIT
DWTHANT D, RIT, FEDOMILTERERZ AL O I BB 22 5 H 4 7= - TCP #2 5K+ D RE
AL LT, HEOCHIETED L ) REEPITONTWDDONER~D, KfEziE LT,
BED MM RETE R 35 1T 2 i 2D F ik 22 I R D — i &R/ L7z W,

2. EOMEREOBER

HEORERIZED LT, 2ToOETMMLZ ZMaE (S 2a— AU ZXT L) »HAEL
5 (M1E). Ya2—bhAURTANLEFELEKT D@ET, v=2— AU RT LziER
T HEMRTORBBLDIE b & & HIT, Fi TS ST HIIE > TRlln R & R
DIF AN <415 (Nakata & Okada 2013, Tameshige et al. 2013, Bar & Ori 2014, Tsukaya
2014), ZEFIEEN TITFREIL > TIRA ISR AMEIET 5 & & SIS/l R 2B S5
25, JEREES TIX o SAE N R IR D2 D R S 4L, MIIYRREZ AT D He ) & R ofEik &
72 % (Hagemann & Gleissberg 1996, Donnelly et al. 1999, Andriankaja et al. 2012), > =2 A X F X}
DHEHE DTN IBNT, JEARRERR RS R SRS S, MIMZRETE R O )3
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1. BRxZpUMMEEE 44 55
A HIEOHIE LT, 777 TRy XX )O3R RT, TAT Y A7 38k a2 £,
B BEDPIE LT, 7T TTREZXY T OREE =Y, ¥ —T N ER =T,
C b= MIBEHEZIEKRT D0, ShEi il S T LI HRE R 2R U, BRI E Rk
ST Z < ONEERAT HBMRIBIEE RT,
D 74/ abryFXaoiiiiiimio L 5 R ER k3208, RREIO X 9 IR EEROTE
BEERTHZELH D,
E FOXoREEEZELINMIHEDLLT, 2CORFI 22— bRV ATANLAL D, HFEZD
Bl C, HOABICY 2— M A Y AT AR DD, Va— b A Y AT ADSA Ul REHRIER L
KUTCHEZ R DR EMBENR R TH DL L&, RRDKAITCEKLTWD,

B S TWS (Kawamura et al. 2010), F£72, HEHFOEDEZLDO —EHTIZE > TALH
WAy R AR S 725G, TS N BEITIIR & 2 WM ERED A U D (Wyrzykowska et al.
2002),

ETAD, EARTHIR SR A EE L THEDIZREIZE D 5720 (Cockeroft et al. 2000),
BEIZMYZREZ TR 2 72 O12i, He 2/ &Kol Tide <, 43R ATRE 72 50N & #x
O RPTRIET 5 2 ENEE LIER STV D (Wyrzykowska et al. 2002), = @ X 9 72 ffAE
HEU DO FHEEZEMT 57-DI1I21E, vaA X T X TR ETCEOMMERRIZ R %
RTERENLH/EONLIMAITANTHD, ZNOEREKORRERLE FOFIZIX, 7/ A
DNA R3] & &4 (Takahashi et al. 2002, Engelhorn et al. 2012), RNA {43 (Allen et al. 2005,
Nelissen et al. 2005, Hunter et al. 2007, Laubinger et al. 2008, Gregory et al. 2008, Zhan et al. 2012,
Kougioumoutzi et al. 2013) , FHaR & FHFRZERR (Byrne 2009, Moschopoulos et al. 2012, Horiguchi
et al. 2012) OBFETHET 2L DO Tho7=, T H OFFEHIORFEMINITE > TRV,
%k 3 2 A —F 2 VIRE ORIEER MR G R 72 E MM E R O FlE R F &2 FHET L TVh D ]
HEMEASEIVY (Ori et al. 2012, Fahlgren et al. 2006, Szakonyi & Byrne 2011, Rosado et al. 2012),

3. EOMMEEERKIZE T2 —F & CUCELFNDERE
WEDMMERETER 2 BT % 9 2T, A —F T L OELK LWk, EHRoZA & iniE
WCBF 2T onf XFT AT ERBITEELRMELE o TWnD, A —F ¥ U ERIBENTEME
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EENTWDEAIL, A —F v VIREMEBE O 0 E— % = LRE S/ DRS =L A
DO VR—=H—Ta[ffb$ 2% Z LN TE 2% (Ulmasovetal. 1997), DRS =L A > h&EHA LT
TEERBAR DTN D, A —F 2 VIRED IR QT CIEMHEIL SN D Z LRI LNTH D

(X2), SHIT, A—F vV RAIEICKNEREE Y VR EBIE T OERK L A —F v VR
Z 9 DGR FBE T O R TITIER DR S 20T, MW EmSIZH T 54—
XU UINEDRIE OZRIC A TH D (Hay et al. 2006, Koenig et al. 2009, Kawamura et al.
2010),

PElE DOILERTIX, NAC KA A VHRE
K+ % == — K ¥4 %5 CUP-SHAPED
COTYLEDON (CUC) &6 177V —
DRFRANCHBLL, SRk OEERIC T< W

i EFHT2 ®2), a4 X+ ) o

Tl CUC EIB L 3 BIn b7 d 7

7 XU =& L, FEOREMRFAM TIE 2. SOk T v

CUC2 L CUC3 N K=/ frsE 245 FEVIRED AR OB T, Stk o THNGH IR

e o TR LIEHRIZ A —F o, o CR

(Nikovics et al. 2006, Hasson et al. 2011), U= Bik i CUCBE T 3% B4 5.,

CUC2 mRNA [ microRNA164 (miR164) AT OB CIY, CUCIIA—X 3 > Rtk
z it A . ARHE L. THSHBIC A — X > 28T 5,
£ S, SR ORORIEE A —X o UXCUCIRHE 72 45 OC. T

%, CUC2 & miR164 &£ D/NT 2 A P CCUCIRHE T ORBBRIE S D,

g OV A ZAOHIEICEE T, miR164 Ol &2 52T RV EWLZE AN L2 R CUuC2 Eis

TR FIFEBULSC mirl64a ZZBARTIIRE S S ONTSRE 2 IR L, WIZIRE 72 MIR164A4 15
T DIEBLRC cuc?2 28 RARITHEW OB AE SN D, £72, CUC3 I miR164 OFIMEIES T 7
WS, CUC2 EHSREEM L CHRHE O A EET 5,

BULERZRNZ LT, $EiE O TEG & S CEnZEIEHE ks cnd A —F v & CUC &
I3 EAER 2 75% (X 2, Bilsborough et al. 2011), A4 —3& ¥ & 503 CUC2 Ein+D3EH
ZEEIT 508, WA —F T VINEICRE 2R T A RIKTIX CUC2 IR DORBUEIR LR
L, ZORBELENT D, —77, cuc2 ZRKTITA —F 2 > Ol 3 HE S v CHEth
DI LE XD 03, mirl64a 28 BARTFEO &IV H O JLKRIT A —F 2 o Ok % FH
EFH EMESN D (Kawamura et al. 2010, Bilsborough et al. 2011), Z D X 5727 4 — KNy
T — T D3RR S %LTIHIHL ZREDTRA ST AER, SRR SIS, b ORI Z
T, EOMMERRICET 2774 DY nA XFAFERIKT, F—F3 VIEEL CUC Eix
%%ﬁﬂ&~/uA REH 5% (Bar & Ori 2014),

RO a A XF X FOHEEOREMEIL, b~ hOITF XY AT R EOEEICBIT
LMY RROIEAMIZ BB biLd, D OERETIT/NEFRIENEFRIENITIEA I LD 3,
INEEJE L D S ER kw(ﬁ~%V/%%#ﬁ@Méhé L L, A—3 3 kgt n
PHE S 7o 28 BARSOSEAISAL LT /NESCHE M D AIEAE 415 (Hay & Tsiantis 2006,
Koenig et al. 2009), — 7, FVFCMDT%H7&%UWKWE G5 I/ ERILo S ©
RHL, INEOERICKETH S, GOBS miRl64 [ZHIHEN S Z L L, A—F L GOB
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MW7 4 — RNy 7 EEHKTHZELHLNTHS (Blein et al. 2008, Berger et al. 2009,
Ben-Gera et al. 2012), & H 2, FEOMMWERRICEF 277 b~ NMERKTIIA—F 2 VIEED
HUVNE CUCEIB T DFBL/ R Z — 2 DEE P HE STV 5 (David-Schwartz et al. 2009, Naz et
al. 2013), 2O X 91z, MNEEOTAENR T4 —F v VInENIEH b s, £oEE T cuc
BASF A RBL 2 HlEEAE DY, HETHEETLLBITRDOOND,

FNTHE, A—F T VINESR CUC BI5FDOFBL A # U] 72 (i CIEME LT 28 & 13X 8o
Lo bDEAI N2 A XF A )L b~ FOEIZBWT, MWEEL KA ES
KNOX HAB-K = TCP #a G- K- IXEHZE R HIHIK 7 T 5, KNOX BInFIIA—F 2 VINER
CUCEIGFREDRBFEZE - T, MIWERROIBRAMRET D Z LR ENHLNTH S (Hay
et al. 2006 Spinelli et al. 2011), AFE Ti%, KNOX 5K T2 OV T DRILAZ BN T HIT-ED
(Hay & Tsiantis 2010, AAF 2013), LLEEIE TCP 55K 1 DFEREIC DWW CTHEAZK D,

4. TCP ExB A FIT & 5 Mk RER B 0D il 1
D W MEEETERIC 35T, TCP #£E K
T77 IV —3EETH D, TCP ITHEME (s members)”

B ER F-C, v ua A XF X7 ) AT r TcP1g p
2 WEFICT— FSRTW S, ZREND A
TCP 1XERAFREIR D T 2 7 BEECSIFE R X
W, 7F A 1 & CINCINNATA (CIN)-like,
CYC/TB Y 7 7 L —FIZhHENTWAS
(X 3, Martin-Trillo & Cubas 2010), 8 &E{x -
735725 CIN-like TCP im0 o 5 Eix
F I miR319 I K 5 A O ZZ T 5 ) S
(Palatnik et al. 2003), ¥ ¥ 3 Y 7 cin R TCPRIZF
ORI, CIN I B B AR B b, HCFORRIET
IR E L THEoEIREKEZHTET 5 MCIN-like TCPIZ A3 &, #F FEROSEE -7
miR319Z X A ill# %32 5,
ZEICKY, EORL N EKT D & CIN CYCHEX>¥a Y7, TBiZ b UEna ol
BAESNEDS (Nathetal 2003), vmqxF 6 201 ;gi};g’?ﬁ%f'” A=a Qi) &
AFITBIT LTI TH -T2,

EELIT, BERTE RI T2 bR BT 4 ZICET S SRDX A4 % FH L7z CRES-T i
(Hiratsu et al. 2003, Koyama et al. 2012), 7 & NI B AL Z FH W7 fi##r 75, CIN-like TCP
R ERF D EOEOEM S ZHIEH T2 Z L 2B 6 L (K4, Koyama et al. 2007, 2010),
CIN-like TCP Bfn L Tl —B {5 FAHE CIXRBB BT ITE O b2, LEERK
TIIHNH S 472 TCP BAnTOEUTIL U TER N, 26 OEREEEF X miR319 2 mHE i
BT DA XT T jaw-d ERRIZBITLEOREITHEE L L, & WITMEFHS N

JHETdH > 7~ (Palatnik et al. 2003), —J7, miR319 OIEMEIHIIZZEF A2 A L TCP3 % EIC
“HHET 5 mTCP3 BinFRBURTIE, JEEOIZESIE S, LN RENPEER SN, &6
\Z, CIN-like TCP 3& 151 O BLENEEN U 7= mir319a 22 AR DIEIZ I\ CTHEH O AL L E S

TCP1 /
\ N/

CINCINNATA-like TCPs

CYC/TB subfamily
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TCPEM
RERESE © o . BHEMOBR | e o SPREMALAIRTL
BHL-gez @ OHER < > BHER 1y arernisan
35S::TCP3SRDX RS 355::mTCP3
tcpZERKE

X 4. TCPEHR - ORERSIC X Y ZHAR N BB IER S D,

TCPRUR A DERETBLIT 5 DT, TCPIEHEZ LML EE D T & CEREEMICERARENEL 5,

SRR SEAN IS TCPTEPED 95 < o AR A DI IZ TCPISHES RO, & bIZBIETH B,
e Z &b, TCP3 % &1 CIN-like TCP 151 OIBFIRELIIE O el E £ L5 Z &n
B S22 o7,

BLIEERVNZ 12, 7DD CIN-like TCP B A BHE L 7o & BKTITE EAREFENR S 11,
AU AT APBRENCIRR S 5 FBA 278 LT (IX 4, Koyama et al. 2007, 2010), # (2, mTCP3
& mTCP4 DIFIRBURDFRNRE TIXFIENR@A L, 2 — M AU AT LOBHIHRE S
#L7= (Palatnik et al. 2003, Koyama et al. 2007), 1512 TCP #55- K 1 DIEMERERN E & 2 — | A
U 2T DFERDMERE S 4, WEIC TCPISTER EW & Z DO RE S, EHo0RIAL
B TH o7z, RIZ, —BEFIC L2 MR A2 EET 5 &, @R L8R ke
THESEE 720, SHERRBBBRBEL SN D ATREMEIX 2, DFE Y, CIN-like TCP BT D
REICH DI DBEEREET, EORBEARICHEEMEL 525 L & bIZ, HREROZEMERBLO
LR HHIER LB DI,

I 62, EH DI TCP S5 H 1O FitE s OB 217 >7-, £, TCP #5%5[K 1
(BT HRE R )Y CUC BB FICBE T 2 E RIKORERE L LI TW5 DT, CUC #Eir
FDORBEANT 21T - 72 & Z 5, TCP BB KN+ DEEEFLEN CUC ¥Einf7 7 2V — DR REH
L, WIZ mTCP3 IZ& Y CUCEBIET7 7 IV —ORENME s Z &2 AL (K
5 A, Koyama et al. 2007), RIZ, ~A 70T LA LU a~vF  mEiLk, 7ut—%—fEr
M6, TCP3 25 ASYMMETRIC LEAVESI (AS1) & MIR1644, SAUR, IAA3/SHY2 i&fn 1% &AL
THZ L L, D OENEG N ET I CUC BIn T ORREZMEIT 2 L 2H LML
7 (Koyama et al. 2010), AS! E{xFIXED MY REIZ A 2 fil## 4 5 MYB FREE G K+ 4 22— R
L, miR164 /% CUC2 BAnFDOFREZHET D, SAUR & [AA3/SHY2 134 —F 3 i % 4l
TLOMRE A FFDO, mTCP3 ZBRIFEH T HMMIIA —F 2 o ~DEZHENMEL 72 DD,
TCP3-SRDX i) CIZEPTNC A —F T VINENFHE SN DH DT, TCP IR 1134 —F 2
IGEELET S EEZBND, ZDX DT, CIN-TCP BB RT3 ITEIDOZLE 2 Hl#E R Dk
RERY, MBI RO TH DA — % 3 VIRE & CUC BAGT- % ]9 2 HlEHEAE A3 fiEiA
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7= (X 5 A, Koyama et al. 2010,

HAha4=2
/N 2011), 2 A=

_ Y RAEUEE
LEROEE D ORRICNZ T, Gidd=sy O

= T ORI
L1 A X F X CIN-like TCP D% mHEFR |
PEHIE N RE SN TWD (K5 Sn4RFZF -
TCPESETF _ )
A) . CIN-like TCP {5 T D% BT, . e — IS5 AR
OB R K ICE E R /_; \}_49,
INDOLE-ACETIC-ACID AS1 miR164 yney o

CARBOXYL yJ—K y ............ gy

METHYLTRANSFERASE 45T, iCUC : . Meronay 2474
YABBY #inf, I har NU7T B

ATP ElEHEY 7 = MEfa T AP1§EEEF URL)Y
WX o CHlfisnsd (Qin et al. a4y & 7

2005, Robinson et al. 2009, Sarojam ‘
e

et al. 2010), & H1Z, TCP #xE [

FOMREBEI LHUOBE e N oY
DEIE LG STV D, ‘CUCIGOBLET : iA—F i

CIN-like TCP (T #=B5- 4l [A 1 & 4H 5. IuAX)X)(A) ¥h=h (B) i B HTCPEE N -
HAFAL, SETICLDBENR Rt e a TR 2Ry, b~ b

FMEI &1 5 (Tao et al. 2013), LANCEOLATE?GOBLET#Hr { DFEBLROA—X L 5K
TCP3 14— o o A B ZHUET A Ch D, FEIA RS,

%7 7K A K& LHlE%

179 (Li & Zachgo 2013) , £7-, TCP4 1%/ u~F L VEF U VR EHEEML, FA k
T A = AN 8GO BLE TR 95 (Efroni et al. 2014), BERZEVZ 212, TCP4
23 CUC2 & CUC3 LFHAEAEH L, Bl L ~/LC CUC 55K OEE 2 B9 5 mREME & 15
i STV (Rubio-Somoza et al. 2014), —J7, TCP4 [T XL Y 0V v ZAE RO ALK
ARET D & L bz, M &I K7 OB 2 15T 5 (Schommer et al. 2009, 2014,
Sarvepalli & Nath 2011), = X 92, CIN-like TCP #5517 13855., #7514, BHaRE O L
JVTHREI S, xR TiEEFORBGIEZ T L CEOMIMEREETER T 5,

5. BEICHITS TCP i BERFD&EE

ik X 9 72> v A XF XF CIN-like TCP #2EK 112 K 2 MY REDTERRIZ DT, Btk
DREYFE C He@ 72 A R 2SR S U TV D, CRES-T 12 K D HRBINF OFERERLE 2 R L CH
EHME AT 552 L2 AR E Lz THE&X CRES-T 72 ¥ =7 ] Tl (Ohtsubo 2011),
CIN-like TCP 55 [K-1-% SRDX FlFICftA L RI v bR AT 4 7HRE L THWS Z &IT X
D, bv=T, YT TA, NT, THHATECHERDMNIZ 7V o UKRED L) RphE
NS (X6, Narumi et at. 2011, Gion et al. 2011, Tanaka et al. 2011, Ono et al. 2012), 8
AR T H3TI2BWT, v aA XF XF TCP3-SRDX 2N/ NEOKZNS =0T, #
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AR

TCPRHEE!
FE BRI

TCPAHER
bicA=f et

6 TCPHzG A1~ PilEC X 5 MM BB O -,

P (LB &4E (TED) BT 2 5EM EBHIEREORBE ZRFRIR LTS, ZOXTITEREMRA Sy —

AT E N TRy, FE R E R CEEZMoZ &, =7, £ (Narumi et at. 2011) , ¥ 7 F A
(Tanaka et al. 2011) , #3F (Gion et al. 2011) , 7 (Ono et al. 2012) |, 1A X+ X4 (Koyama

et al. 2007) , $&#RICPRLC, LD 213 T3,

BEIZBWTH Y aA XF AT LRFEOHIESRDGFAET S Z LRIz (K6, Gion et al.
2011),

—J7, b= MNIFEEFETHLDOT, BREOMFE CTEDIIENZL L7z B IRZEIRA SRR A HE
FFINT& 7, T o RIBETE O HEOMINEREEZ LT 5B E T B RE I
(Chen et al. 1997, Parnis et al. 1997, Jasinski et al. 2008, Kimura et al. 2009, David-Schwartz et al.
2009, Naz et al. 2013), bt~ ~ D HIRZGIRE B lanceolate 72 FLARIT, ~T v SR TIT/NEEZIZ
EAERR L WP KRB Z R L, REEASRIITEOMASY 2 — M AU AT A
DIEHALRE S g ERm L, BILTHD (Mathan & Jenkins 1962, Settler 1964), & D FF D
JR IR AR - RE S 7z, CIN-like TCP #55[K 1% 21— K925 LANCEOLATE (LA)D
miR319 FEESNHEIRER I H Y, L4 BEFPEEICEE L TWD 2 ERHLMNE o7z
(Ori et al. 2007), 112, miR319 Z@EIFEIL L, L4 % & T CIN-like TCP &5 D3I % 4H] L
B b~ N CTITIEOTRENEML L, NEOEENE LI BEIhZ, ZhbDRE
B3y v A XF ZXF T CIN-like TCP #5 5K 7235 & Z T TREA L L @ TH » 72,

LA BA—F v VIE& & CUC/GOB #1651 D3BLA ET % mlds v A XF XF CIN-like
TCP OHERE EEL TV D (X5 B), LA Bin 1 DOIBFEIFEEL % 7~ lanceolate 72 FARTI, BN
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D HILD/NERIETOA —F VA & CUC/GOB Bin 1 ORELNHE I LD (Blein et
al. 2008, Ben-Gera & Ori 2012), —J, LA (ZV XV VIREOMRER T & L THHEET D
(Yanai et al. 2011), XL VU DL, & 25WN3 procera ZRAK (DXL U U BIROZERIT
L DR RV Y VIREERR) EORZEIZE Y, miR319 BEIFEIBLIRD/NEE D E R 72 AR
NPESIND, 51T, LA M APETALAI (AP1) /FRUITTFUL BinfZiE0 e+ Z L B L
METpo> TS (Burko et al. 2013), > 12 A XF X F Tl jaw-d B EART API & s+ DFBN
EHF DM (Lietal 2012), TCP BN 12 & 5 AP s 1 OFRBLHENZ SOV TEEMIZ AR T
&5,

HitE L 1 T 72 CIN-like TCP $5 5K F- DREREN A H I Shood 5708, FEE A7
FBEREIC O W COMIIWT R TH D, CIN-like TCP &fmFiIv oA XFAF & b~ T, &
HIZHETHILT 2 (Palatnik et al. 2003, Koyama et al. 2007, Ori et al. 2007), ZEJFIEICI1T 5 L4
FH RS 1 D FEBLO BRG] 2 ) A BHEY) CLLsE L 7-AF98 Cl, HIETIXEDRAD B EE
HNC LA OFBPFE SN, HECTIHHENENT L4 ORBENFEIND ERESNT
(Shleizer-Buruko et al. 2011), F£7=, > 1A XF X FTix, CIN-like TCP DI HH % 3 4 W A 45
B ELIE 2 A, MNERALEZFERRRHAHES N TS LREEINT
(Efroni et al. 2008), Z @ & 9 72 R 7o 2 Bl E 5~ 2 1 23 L RE D AR M BLUZ B o > T b
DONH LR, FERENDRAELZ KT 2 MRITEFICZEETH Y (Hagemann &
Gleissberg 1996), 72— J& DFENTHAMLETH 5,

6. BHYI

LB T, HELEHEOLHRR CIWEOKE REIIME LT TWD, &L, 7
75 TR ORI DOBFE TR A R A A VIEEREG F A EECHETH & T, ED
MM Rez= 2 b S/ 72 LS ST % (Viad et al. 2014, Sicard et al. 2014), Z D K 5 ([ZHi7-
(R 8 D UMTIHR L2 BB 7728 TCP G K 1 & Z DOHlRIC ED X 5 7o B % 52 5 D
BLIRVER, F 7z, AR TIE, FITHEE L EREITILE R MM BRI R O S I D\ Tk~
T3, EAFEIRE Y 72 ISR ©TE T R E TSR TH 5 (Efroni et al. 2010, Tsukaya 2014).
R FLI) 72 A & TCPHRGIR 728 & D X S I ANERT 5 DO 0, 5% DM 35 l-i %,

AFETIL, TCPERGR 7 D&E 2L LT, ﬁﬁ%%*i@&%@%ﬁ%ﬁ%%%%ﬁ
& L2BEDMIMERE DT A IZ DWW TR R T & 72, 2725 T, Iz & 2 ER O
_KP%%I%ﬂ%békh%éMﬁﬁaWév%ﬁm&H}%%I%E®Wﬂwm®%ﬁ
I RIRFE IS DN ZIEDN Y TH D (Rubio-Somoza et al. 2014), lanceolate 78 54K Tix KNOX & 15+
Z B LT HRIMIL lanceolate 72 FARITU T2 A2 TERE T d % DT (Hareven et al.
1996), TCP #5%5[K1 & KNOX B DOWEENHAER T2 Z L b oNTH D, 5%, &
BOWEHREZ TCPERER TR HAE L TEDOLIICEDORELE L THAIT 500, tokl#Ez L
OFAEAERMTbERE L 705, £z, TCP WER 11T L 2 1FHO H I ITHEREE T 2 #8RED
WCRIET DI LICRVERTE D, TALOMITICEY, Fc2MNERBOHIE K 1 4 PR
L, BEDOREBZIBOMIN ED L IITHHEMELZHHT 2O0HALNIT LY, S HITER
F LUV OEREFRIH LT, FilRREGE & MM CTE b2 BMI3NE D DDy, 1 FEIROME
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HIZHE Y 720,

7. #iE

FERRFAERRFIEE o # — - TREREE O & 5 7 ST JBHEY) Cardamine dentata % 5y
e E, BILEH L BT S, ARHR TR LITREBRESICEL T, hr=TLt%7
(ZRRAPERAR AL & BFFERT - REFESAE L, > 7 T A 3 dbBY L THRRA AL - S5 D L
NIFHY MY =T a—rd ) R—va oy —AE - ARl 79 041
HE KPR+ R v & — - N2 LI LR Th 5, FEEDHREZEITT S
D AT, EERLAR AT - MAERE L, SR RFBEMPH AR - EsUS L
(CBMFRIC R oT, HEBRFE DT VAT =T o Ty - HEF L, 3L
R - PHRARKA ML, EAOEGH OSLAEIC, BERIERZTHEBL, EHH L
BT %o ABFFEER AR R R A B A R C (26440148) (2 L D3R ZZ T,

8. BIAXM

Allen, E., Xie, Z., Gustafson, A.M., & Carrington, J.C. 2005. MicroRNA-directed phasing during
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